21 22 Northern bobwhites (Colinus virginianus) are small quails in the New World Quail family 23 (Odontophoridae) and are one of the most phenotypically diverse avian species. Despite 24 extensive research on bobwhite ecology, genomic studies investigating the evolution of 25 phenotypic diversity in this species are lacking. Here, we present a new, highly contiguous 26 assembly for bobwhites using tissue samples from a vouchered, wild, female bird collected in 27 Louisiana. Using Dovetail Chicago and HiC libraries with the HiRise assembly pipeline, we 28 produced an 866.8 Mbp assembly including 1,512 scaffolds with a contig N50 of 66.8 Mbp, a 29 scaffold L50 of four, and a BUSCO completeness score of 90.8%. This new assembly greatly 30 improves scaffold lengths and contiguity compared to an existing draft bobwhite genome and 31 provides an important tool for future studies of evolutionary and functional genomics in 32 bobwhites. 33
INTRODUCTION 34 35
Northern bobwhites (Colinus virginianus; hereafter bobwhites) are widely distributed quails 36 primarily found in pine woodlands and grasslands of the eastern United States and Mexico 37 (Brennan 1999) . Bobwhites hold a significant place in the cultural heritage of both countries due 38 to their status as popular game birds (Bent 1963; Burger et al. 1999) , and they have also played 39 a significant role in biological research because they are one of the most intensively studied 40 birds in the world (Guthery 1997). Bobwhites are remarkably polytypic: there are 22 subspecies 41 recognized by male plumage (Brennan 1999 
